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The Parabasalia are a clade of anaerobic single-celled flagellates that are mainly
symbionts of insects and vertebrates. They typified by the presence of a
characteristic parabasal apparatus and anaerobic energy-generating organelles called |
hydrogenosomes. We aim to clarify the phylogenetic relationships among ﬁ):(ﬁmjrzg;osome
parabasalids and examine the root position of this group. Pb:Parabasal body
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Termites maintain an anaerobic microbial flora in their gut and are dependent on these
microbes for effective digestion of lignocellulose. Glycosyl hydrolase family (GHF)
enzymes produced by the symbiotic protist are a key component in the cellulose
digestion process in the termite gut. We study how protist gained the ability to digest
wood, and which enzymes work efficiently.
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Bacteria of the genus Lactococcus are widely distributed in not only the digestive
tract of animals but also fermented foods. Based on the phylogenetic, genomic, and
physiological analysis, we described novel species of lactic acid bacteria isolated
from insect gut.
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