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The molecular basis of the ABO blood group system consists of
antigens composed of the sugar chains on the cell surface. The
genes encode transferases. The two amino acid differences of the
gene underpin the different sugar transfer activities. We study
evolution of the two amino acid changes in mammalian species.
Q@ LIFURIBHEIIHRET I VNIETY, SEITFLGEYHLRON-T
BY., BRICDFELET . HORZENDIE 7O FRI LV HICITS
EWGE LI FUOPFARNEELEY . AARETEDEGFDODNAESIZRE LFE
Ltze Flzo COEBEGFHY YV F—LDEGFMOELELIZEWVWS ZELHALN
[CLFELT=

Lectins are sugar chain-binding proteins of non-immune origin which agglutinate cells
and/or precipitate glycoconjugates. Lectin proteins have been detected in and isolated from
various organisms. A novel N-acetyllactosamine-binding lectin, PFA was found in the
larvae of the buff-tip moth. We determined the DNA sequence of the gene. We also
Yokoyamaetal. (2014) IBMB  elucidated that the PFA gene evolved from a lysozyme gene.
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In Japan, a fairy shrimp species (Eubranchipus uchidai) inhabits temporary snowmelt
pools in Ishikari in Hokkaido and Shimokita in Aomori. Recently, three new species of
the fairy shrimp Eubranchipus were reported from northern Japan and far Eastern
Russia (E. asanumai from Shiretoko, E. hatanakai from Chokai, and E. khankanus
from Khanka). We contributed the molecular phylogenetic analysis on the paper.
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