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Antifreeze proteins (AFPs) are capable of binding ice crystals and - leacrystal XRD
inhibiting their growth at freezing temperatures. My aim is to develop Eigknaging 25 =, ]

a cryopreservation technology for living organisms with AFP. Here, I
evaluate the cellular activity by bioimaging, and perform X-ray
nanoscale observation for in-vivo ice-crystal dynamics.
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FACES By using DXT and DXB measurements, I monitor the molecular motions of

: "?%%\\ th}el crys%allized protein in the transgenic Caenorhabditis elegans. In addition, |

e analyse the physical condition for supersaturated environment, which is

formed as multimolecular crowding biosystem.
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Diffracted X-ray blinking (DXB) monitors the nano- and
pico-scale dynamics of samples by acquiring high-speed
time-resolved images of Laue diffraction pattern with monochromatic X-rays. Here, I apply the DXB measurement to
soft crystals and perform the label-free DXB using the diffraction intensity of the crystals themselves.
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